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1. SZAKIRODALOM: adatbazisok, eszkozok

MEDLINE®/PubMed®:
http://www.ncbi.nlm.nih.gov/pubmed/

Data Element (Field) Descriptions:

http://www.nIlm.nih.gov/bsd/mms/medlineelements.html

PubMed Help:
http://www.ncbi.nlm.nih.gov/books/NBK3830/

MyNCBI:
http://www.ncbi.nlm.nih.gov/sites/myncbi

PubCrawler:
http://pubcrawler.gen.tcd.ie/

Intézeti konyvtarak, IP alapt azonositas, virtualis network, stb.

Kapcsolodo feladat:

Osszetett keresés sajat vezetéknévre tetszéleges temdaban és idétartomanyban.

1900-ig visszamendleg nincsen az adatbazisban Ancza néven publikalt cikk. (1. abra)

;3 NCBI  Resources & How To & Sign in to NCBI
M PMC ~ | (ancza[Author]) AND ("1900"[Publication Date] : "3000"[Publication Date]) |
ﬁisf;ﬁ?ltﬁﬁi"’c"uﬁfﬁf” Save search Journal List Limits Advanced Help

A The following term was not found in PMC: ancza[Author]

- Search details
0 No items found. »

(ancza[Author]) AND ("1900"
[PubDate] : "3000"[PubDate])

Search See more

1. abra

2. SZEKVENCIA: adatbazisok, eszkozok

NCBI:

http://www.ncbi.nlm.nih.gov

http://www.ebi.ac.uk/services


http://www.ebi.ac.uk/services

UniProt:

www.UniProt.org

Keresési lehetdségek:
Advanced search — cftr AND organism:human
— cftr AND (organism:human OR organism:mouse)

— cftr_human OR mrpl1_human
Szekvenciaillesztés: select, majd alul: align

Kapcsoldodo feladatok:

Adott fehérje (human ABCG2) vizsgalata, oOsszehasonlitasa a human CFTR fehérjével

szekvenciaillesztéssel, valamint rendezetlen régiok keresése (iupred.enzim.hu).

A CFTR fehérje tobb mddositott (foszforilalt) aminosavat tartalmaz a 7-800. aminosavak altal

alkotott szakaszon —regulator régid (2. abra)

Amino acid modifications

Modified residue paal 1 Phosphothreonine 18 B

Modified residue 549 1 Phosphoserine [ =7 3

Modified residue 660 1 Phosphoserine; by PKA ( SR EE—
Modified residue 686 1 Phosphoserine; by PKC DIGE —f—=
Modified residue 700 1 Phosphoserine; by PKA Refs)( 2 —_—
Modified residue 712 1 Phosphoserine; by PKA

Modified residue 77 1 Phosphothreonine

Modified residue 737 1 Phosphoserine; by PKA [ 2= ef.

Modified residue 753 1 Phosphoserine; by PKA —_—h
Modified residue 768 1 Phosphoserine; by PKA

Modified residue 790 1 Phosphoserine; by PKC ([ 7=/ 2 %
Modified residue 795 1 Phosphoserine; by PKA

Modified residue 813 1 Phosphoserine; by PKA

Modified residue 1444 1 Phosphoserine | Ref:22

Modified residue 1456 1 Phosphoserine (7=f22

Lipidation 524 1 S-palmitoyl cysteine (7= 22 —

Lipidation 1395 1 S-palmitoyl cysteine ( 2=f 22

Glycosylation 894 1 N-inked (GlcNAc...) (7=

Glycosylation 900 1 N-linked (GlcNAc...)

Cross-link 688 Glycyl lysine isopeptide (Lys-Gly) (interchain with G-Cter in ubiquitin) ( ==

2. 4bra

Az ABCG?2 fehérje a CFTR-rel ellentétben nem tartalmaz foszforilalt aminosavakat. (3. abra)

Amino acid modifications

Glycosylation 596 1 N-linked (GIcNAc...) R — ¥
Disulfide bond 592 < 608 ef 2
Disulfide bond 603 Interchain [ =

3. dbra



http://www.uniprot.org/

A szekvenciaillesztéshez dsszetett kereséssel kikerestem és kijeldltem a két fehérjét. (4. abra)

Search in

Protein Knowledgebase (UniProtkB) ~  ( (name:cftr AND organism:"Human [2606]") [ Search | [ Advanced Search » | [ Clear |

OR abcg2) AND organism:"Human [9606]"

1 - 25 of 32 results for

= AND If 'Homo sapiens (Human) [9606]" % ) OR abcg2 ) AND organism:"Homo sapiens (Human) [9606]" % in UniProtKB sorted by score descending

s2s Browse by taxonomy, keyword, gene ontology, enzyme class or pathway | % Reduce sequence redundancy to 100%, 90% or 50% Download
2 g8l 1 of2] Hext »
Results
» Show only reviewed (12) *¢ (UniProtKB/Swiss-Prot) or unreviewed (20) % (UniProtKB/TrEMBL) entries
» Expand search to "Homo sapiens (Human) [9606]" to include lower taxonomic ranks
» Expand search to "Homo sapiens (Human) [9606]" to include lower taxonomic ranks
» Show only entries from a complete proteome set (19)
» Show only entries from a reference proteome set (19)
Entry ~ Entry name Status - Protein names ~ Gene names ~ Organism ~ Length
QIUNQO ABCG2_HUMAN w ATP-binding cassette sub-family G member 2 ABCG2 ABCP BCRP BCRP1 MXR Homo sapiens (Human) 655
17JB59 17JB59_HUMAN w ABCG2 protein ABCG2 Homo sapiens (Human) 655
F8SO0F2 F8SO0F2_HUMAN w Multi drug resistance efflux transport ATP-bi... ABCG2 Homo sapiens (Human) 12
HOYAF1 HOYAF1_HUMAN g ATP-binding cassette sub-family G member 2 ABCG2 Homo sapiens (Human) 150
HOYAF3 HOYAF3_HUMAN w ATP-binding cassette sub-family G member 2 ABCG2 Homo sapiens (Human) 130
Q8WZT76 Q8WZ76_HUMAN w Breast cancer resistance protein ABCG2 Homo sapiens (Human) 103
P13569 CFTR_HUMAN w Cystic fibrosis transmembrane conductance reg... CFTR ABCC7 Homo sapiens (Human) 1,480
Q9HD26 GOPC HUMAN o Golgi-associated PDZ and coiled-coil motif-co... GOPC CAL FIG Homo saplens (Human)
2 selected: P13569 8 QIUNQOE [ Align |

4, abra

Az illesztésnél azt a szakaszt vizsgaltam, ahol a CFTR regulator régidja lehet. (5. abra) Jol

lathatd, hogy kevés hasonld (:) és még kevesebb egyezé (*) aminosav van ebben a

tartomanyban. Annal tobb azonban a gap, amibdl arra lehet kdvetkeztetni, hogy a két fehérje

szerkezete és funkcidja is jelentdsen kiilonbozik.

e Py A Py uv STOET

90 LDVLAARKDPSGLSGDVLINGAPRPAN FKCNSGYVVQDDVVMGILIVRENLQFSAAL——— 146 Q9UNQO  ABCG2_HUMAN
* % > - * as ** : * .
516 RYRSVIKACQLEEDISKFAE------- KDNIVLGEGGITLSGGQRARISLARAVYKDADL 568 P13569 CFIR_HUMAN
147 RLAIMNHEKNERINRVIQELGLDKVADSKVGIQFIRGVSGGMISIGMELIIDPSI 206 Q9UNQO  ABCG2_HUMAN
* . T ok %k = : shkkkok k ko . *
569 YLLDSPFGYLDVLTEKEIFESCVCKLMANKTRILVI----SKMEHLKKADKILILHEGSS 624 P13563 CFIR_HUMAN
207 LFLDEPTTGLDSSTANAVLLL- LKRMSKQGRIIIFSIHQPRYSI FKLFDSLTLLASGRL 264 Q9UNQO  ABCG2_HUMAN
phE % % % 2 ss dsses % 22 L * 2 ook *
625 YFYGTFSELQNLQPDFSSKIMGCDSFDQFSAERRNSILTETLHRFSLEGDAPVSWIETKK €84 P13569  CFIR_HUMAN
265 MFHGPAQEAL---GYFESAGYHCEAYNNPADF---—-— FLD--—— IINGDSTA-VALNRE 310 Q9UNQO  ABCG2_HUMAN
bt A b o5 e meas HEH SNy Bigess
685 QSFKQTGEFGEKRKNSILNPINSIRKFSIVQKTPLQOMNGIEEDSDEPLERRLSLVPDSEQ 744 P13569 CFTR_HUMAN
311 EDFKATE IIE PSKQ 324 Q9UNQO  ABCG2_HUMAN
L s e k¥
745 GERILPRISVISTGPTLQARRRQSVLNIMTHSVNQGQONIHRKTTASTRKVSLAPQANLTE 804 P13569  CFIR_HUMAN
325 DKPLIEKLAEIYVNSSFYKEIKAE ----- LHQLSGGEKKK 359 Q9UNQO  ABCG2_HUMAN
Sngs TEE - s wlawRer
805 LDIYSRRLSQETGLEISEEINEEDLKECFFDDMESIPAVITWNTYLRYITVHKSLIFVLI 864 P13569 CFIR_HUMAN
360 KITVFKE---ISYTTSFCHQLRWVSKRSFK--NLL 389 Q9UNQO  ABCG2_HUMAN
* * . * L ke . * .
865 WCLVIFLAEVAASLVVLWLLGNTPLQDKGNSTHSRNNSYAVIITSTSSYYVFYIYVGVAD 924 P13569 CFTR_HUMAN
390 GN PQASIAQI IVTVVLGLVIGAIYFGLKNDS‘IGIQNRAGVLFFLTTNQ ------------ 437 QSUNQO  ABCG2_HUMAN
N §i kRN toklr Loz
925 TLLAMGFFRGLPLVHTLITVSKILHHKMLHSVLQAPMSTLNTLKAGGILNRFSKDIAILD 984 P13563 CFIR_HUMAN
438 —————- CFSSVSAVELFVVEKKLFIHEYISGYYRV’ SYFLG KLLS 476 Q9UNQO  ABCG2 HUMAN
* . * .. * s: * ] . * -
985 DLLPLIIF----- DFIQLLLIVI GAIA---VVAVLQPYIFV 1017 P13569 CFIR_HUMAN
477 DILPIMPSIIHCMM.GLKPKADAFFMHHMVAYSASSMALAIAAGQSVVSV 536 Q9UNQO  ABCG2_ HUMAN
EE LT T P oW
1018 AT VPVIVAFIMLRAYFLQTSQQL-————==——=———— KQLE 1044 P13569 CFIR_HUMAN
537 AILI.M'IICE’VMHFSGLLVNLIIIASWLS‘WLQYFSIPRYGFIALQHNEFLGQNFCPGLN 596 Q9UNQO  ABCG2 HUMAN
B,

2 selected: QIUNQO E P13569 &

5. abra
3



A rendezetlenség joslasara az iupred.enzim.hu oldalon talalhaté adatbazis a kdlcsonhatasi
energiak becslését alkalmazza. A CFTR fehérje esetében azon a szakaszon, ahol a regulator
régio talalhatd, nagymértéki rendezetlenség figyelheté meg (,,disorder tendency” > 0,5). (6.
abra) Ugyanakkor az ABCG?2 fehérjénél nem lathatok rendezetlen szakaszok (7. abra)

6. abra



7. 4bra



